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Cellline #1  5-GGATEE GGACGTT-3’

J
Cellline #2  5-GGATC TGGACGTT-3’ CACTGTG 3’
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Cellline#4  5-GGATCCT TGGACGTT-3’
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Proteins
involved in
V(D)J
ecombination
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Protein

Function

Ll

HMG1/2 proteins

XRCC4
DNA ligase

Cermnunnos

Lymphoid-specific complex of two pro-
teins that catalyze DNA strand breakage
and rejoin to form signal and coding joints
Lymphoid-specific protein that adds N
region nucleotides to the joints between
gene segments in the Ig heavy chain and
at all joints between TCR gene segments
Stabilize binding of RAG1/2 to Recombina-
tion Signal Sequences (RSSs), particularly
to the 23-bp RSS; stabilize bend intro-
duced into the 23-bp spacer DNA by the
RAG1/2 proteins

Binds DNA coding and signal ends and
holds them in protein-DNA complex

In complex with Ku proteins, recruits and
phosphorylates Artemis

Opens the coding end hairpins
Stabilizes and activates DNA ligase IV

In complex with XRCC4, and Cernunnos
ligates DNA ends “y

With XRCC4, activates DNA ligase IV
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Nuclear organization of Igh V(D)J recombination

V region, blue wavy line;
D region, brown line;
J region, orange line;
onstant region, black line
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Figure 4-19 part 3 of 2 Immunobisiogy. Ted. (€ Garland Sclence 2000)
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CELL Ig EXPRESSED

— Hematopoietic stem cell None
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