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| W 1N KBl TCR Multigene families in humans

1 NO. OF GENE SEGMENTS

Chromosome
Gene location \ D ) &
a Chain 14 50 70 1
3 Chain™ 14 3 3 3 1
B Chain' 7 57 2 13 2
v Chain* 7 14 5 2

“The 3-chain gene segments are located between the V_ and ] segments.
TThere are two repeats, each containing 1 Dy, 60r7 ), and 1 Cp.
There are two repeats, each containing 2 or 3 ) and 1 C,.

SOURCE: Data from P. A. H. Moss et al., 1992, Annu. Rev. Immunol. 10:71.




| Table 7.1 Number of gene segments in human and mouse TCR

loci.

Number of segments (human/mouse)

Locus % D o €

TCRA 45/100 0 61/50 Al
TCRB 75/25 2/2 13/12 2/2
TCRD 4/10 3/2 4/2 11
TCRG 14/7 0 5/3 2/4

TCR, T-cell receptor.
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